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IN THE CLAIMS 

1. (currently amended) A method for diagnosing prostate cancer, the method comprising 
the step of detecting the presence or absence of an expression product of a human endogenous 
MMTV-like subgroup 2 fHML-2) HML 2 ondogonous retrovirus in a patient sample. 

2. (currently amended) The method of claim 1[[,]] wherein the expression product is a an 
RNA or a polypeptide. 

3. (currently amended) The method of claim 1 any pr e c e ding claim, wherein the patient 
sample is a prostate sample or a blood sample. 

4. (currently amended) The method of claim 1 any preceding claim, wherein the 
expression product is mi [[a]] RNA comprising SEP ID NO: 155 having the following formula: 
N4.-N244^-j44-N $ - polyA, wh e r e in: 

N4 . is Goloctod from the group consisting of: — a s e qu e nce having at least 75% 
identity to SEQ ID NO: 155, a soquoncQ having at least 50% identity to SEQ ID NO: 155 and that 
is expr e ssed at l e ast 1.5 fold higher relative to e xpr e ssion in a normal (i.e., non canc e rous) c e ll 
with at l e ast a 95^ 0 confidence lev e l, a sequ e nce having at l e ast 80% id e ntity to at l e ast a 20 
contiguous nucl e otide fragment of SEQ ID NO: 155, and a s e qu e nce having at least 80% id e ntity 
to at l e ast a 20 contiguous nucl e otide fragment of SEQ ID NO: 155 and that is expressed at l e ast 
1.5 fold higher relative to e xpression in a normal (i.e., non cancerous) c e ll with at l e ast a 95% 
confidenc e l e v e l; 

N a is sel e cted from th e group consisting of: — a sequ e nce having at least 75% 
sequence identity to SEQ ID NO: 156, a sequence having at least 50% identity to SEQ ID 
NO: 156 and that is expressed at least 1.5 fold higher relative to expression in a normal (i.e., non 
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cancorous) ooU with at l e ast a 95% confidenc e l e v e l, a sequenc e having at l e ast 80% id e ntity to at 
loaat a 20 contiguous nucl e otid e fragm e nt of SEQ ID NO: 156, and a soquonco having at l e ast 
%0% idontit>^ to at least a 20 contiguous nuolootido fragment of SEQ ID NO: 156 and that is 
express e d at l e ast 1.5 fold high e r relativ e to expression in a normal (i. e ., non canc e rous) cell with 
at least a 95% confidenc e l e vel; 

N » is selected firom th e group consisting of: — a s e quenc e having at l e ast 75% 
sequenc e identity to SEQ ID N0:6, a sequ e nc e having at l e ast 50% id e ntity to SEQ ID N0:6 and 
that is expr e ss e d at l e ast 1.5 fold higher r e lative to expression in a normal (i. e ., non canc e rous) 
c e ll with at least a 95% confid e nce lev e l, a sequenc e having at least 80% identity to at least a 20 
contiguous nucl e otide firagm e nt of SEQ ID N0:6; and a s e qu e nce having at least 80% id e ntity to 
at least a 20 contiguous nucleotide firagment of SEQ ID N0:6 and that is e xpr e ss e d at l e ast 1.5 
fold higher r e lative to e xpression in a normal (i. e ., non cancerous) c e ll with at least a 95% 
confidenc e l e vel; 

N 4 compris e s any RNA s e qu e nc e ; 

is s e l e ct e d from the group consisting of: — a s e qu e nc e having at l e ast 75^ 0 
sequ e nc e identity to SEQ ID N0:5, a s e qu e nce having at l e ast 50% identity to SEQ ID N0:5 and 
that is e xpressed at least 1.5 fold high e r relativ e to expression in a normal (i.e., non canc e rous) 
cell with at least a 95% confid e nc e lev e l, a sequenc e having at l e ast 80% id e ntity to at l e ast a 20 
contiguous nucleotide fragm e nt of SEQ ID NO: 5, and a sequ e nc e having at least 80% id e ntity to 
at least a 20 contiguous fragment of SEQ ID N0:5 and that is expressed at least 1.5 fold higher 
relativ e to expression in a normal (i. e ., non cancerous) c e ll with at l e ast a 95% confidence lev e l; 
wherein at least one of N^ -e^ ^ i s pres e nt, but Na, N^ r^4 -and polyA are optional . 
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5. (currently amended) The method of claim 4[[,]] wherein the expression product is an 
RNA comprising SEP ID NO: 5 compris e s N4 .. 

6. (currently amended) The method of claim 4 [[5,]] wherein SEP ID NO: 155 N+ is at 
the 5' end of the RNA. 

7. (currently amended) The method of claim i [[4,]] wherein the RNA comprises SEO 
ID NO: 155 and SEO ID N0:5 N4 -Compris e s a polypeptide coding s e quence . 

8. (canceled) 

9. (currently amended) The method of claim 2 [[8,]] wherein the expression product is a 
polypeptide and wherein the polypeptide is selected from the group consisting of mRNA 
oncodoo one or more of the following HML 2 pol>pcptid e s: gag, prt, pol, env, cORF, mid tat. 

10. (currently amended) The method of claim 8 or claim 9[[,]] wherein the polypeptide is 
detected using an antibody. 

11. (currently amended) The method of claim 1 further comprising the step of A method 
for diagnosing prostate canc e r, the m e thod comprising th e st e ps of: (a) obtaining &e a patient 
sample containing prostat e cells; and (b) dotocting the pres e nce or abs e nce of an oxpr e sQion 
product of HML 2 endogenous retrovirus in the pati e nt sampl e. 

12. (canceled) 

13. (currently amended) The method of claim 1 1 or 12, wherein step (b) is preceded by a 
further comprising the step of enriching RNA in the patient sample. 

14. (currently amended) The method of claim 1 any one of claims 1 to 6 or 11 to 13, 
wherein the expression product is detected using PGR, SDA, SSSR, LCR, TMA or NASBA. 

15. (currently amended) The method of claim 14[[,]] wherein the PCT is RT-PCR. 



16-38. (canceled) 
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